
 

 
 
 
 
 
 
 

 
 
 
 
 
 
 
 
 
 

 
 
 
 
 
 
 
 
 
 

Figure 1. Protein knowledge base for ontology development of protein names. 
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Figure 2. PIR-NREF protein names (A) constitute an initial dictionary of terms for ontology development, 
and (B) can reveal term relationships. 

Complete reports retrievable at: http://pir.georgetown.edu/cgi-bin/iproclass/nfretr.pl?db=PI&id=jc1087 
and http://pir.georgetown.edu/cgi-bin/iproclass/nfretr.pl?db=PI&id=jc1452 

 
 
 

 
 
 
 
 
 

 
 
 
 
 
 
 
 
 

Figure 3. MEDLINE abstract containing terms and relationships associated with database annotations.  
Complete record retrievable at: http://www3.ncbi.nlm.nih.gov/htbin-post/Entrez/query?db=m&form=6&Dopt=r&uid=2451786 
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Figure 4. Functional hierarchy of gene ontology indicating that ATP dependent RNA helicase is 

a kind of (A) RNA helicase and (B) ATPase. 
Complete record retrievable at: http://www.informatics.jax.org/searches/GO.cgi?id=GO:0004004 

  
 

 

 
Figure 5. iProClass with superfamily-domain-motif information (report partially shown). 

Complete report retrievable at: http://pir.georgetown.edu/cgi-bin/iproclass/iproclass?choice=entry&id=jc1087 
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